The seven-membered 1,3-thiazepan-4-one ring system is of biological interest, as exemplified by the investigational compound omapatrilat (Graul et al., 1999; Robl et al., 1997; Tabrizchi, 2001) . As part of our studies of cyclic 1,3-thiaza-4-one compounds, we report the synthesis and structure of the novel title compound. The title molecule was synthesized by condensation of N-[phenylmethylidene]aniline with [1-(sulfanylmethyl)cyclopropyl]acetic acid in the presence of 2,4,6-tripropyl-1,3,5,2,4,6-trioxatriphosphorinane-2,4,6-trioxide (T3P) and pyridine (Dunetz et al., 2011; Unsworth et al., 2013) . We report here the crystal structure of the title compound which crystallizes with two independent molecules, A & B, in the asymmetric unit. In the title compound ( Fig. 1 ), the 1,3-thiazepan-4-one ring adopts a chair type conformation. The dihedral angles formed by the two benzene rings are 65.28 (8)° for molecule A and 60.31 (9)° for molecule B, respectively. In the crystal packing (Fig. 2) , molecules are connected by weak C-H···O interactions (Table 1) , resulting in a three-dimensional network.
The asymmetric unit of the title compound, C 19 H 19 NOS, contains two independent molecules (A and B), in both of which the 1,3-thiazepan-4-one ring adopts a chair-type conformation. The dihedral angles between the two phenyl rings are 65.28 (8) and 60.31 (9) for molecules A and B, respectively. In the crystal, molecules are linked by weak C-HÁ Á ÁO interactions, resulting in a three-dimensional network.
Related literature
For amide bond formation using 2,4,6-tripropyl-1,3,5,2,4,6trioxatriphosphorinane-2,4,6-trioxide (T3P), see: Dunetz et al. (2011) . For preparation of various heterocycles using imines and T3P, see: Unsworth et al. (2013) . For omapatrilat, see: Graul et al. (1999) ; Robl et al. (1997) ; Tabrizchi (2001 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXL97.
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Figure 2
Crystal packing. C-H···O interactions are shown as dashed lines. [Symmetry codes: (i) x, y+1, z; (ii) x, y-1, z.] 6,7-Diphenyl-5-thia-7-azaspiro[2.6]nonan-8-one Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Special details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.0010 (7) −0.0116 (6) C6 0.0427 (9) 0.0484 (9) 0.0381 (8) −0.0056 (7) 0.0009 (7) −0.0093 (7) C7 0.0458 (9) 0.0575 (10) 0.0513 ( 0.0672 (13) 0.0852 (15) 0.0533 (11) −0.0169 (11) −0.0242 (10) −0.0062 (10) C16 0.0642 (13) 0.1120 (18) 0.0427 (10) −0.0242 (13) −0.0038 (9) 0.0008 (11) C17 0.0408 (9) 0.0904 (14) 0.0452 (10) −0.0141 (9) −0.0019 (7) −0.0049 (9) C18 0.0964 (16) 0.0564 (11) 0.0489 (10) −0.0207 (11) 0.0187 (11) −0.0109 (9) C19 0.0631 (12) 0.0542 (11 0.0399 (7) 0.0400 (7) 0.0371 (6) −0.0048 (5) −0.0042 (5) −0.0092 (5) N2 0.0396 (7) 0.0452 (7) 0.0403 (7) −0.0194 (6) −0.0011 (5) −0.0029 (5) O1 0.0651 (8) 0.0390 (6) 0.0549 (7) 0.0005 (6) −0.0076 (6) −0.0120 (5) O2 0.0652 (8) 0.0551 (7) 0.0601 (7) −0.0360 (6) −0.0013 (6) −0.0068 (6) S1 0.0614 (3) 0.0428 (2) 
